E. coli
(misidentification) 2.24 5. E. coli (misidentification) 2.131 *Score range: 2.300-3.00 = "highly probably species ID"; 2.000-2.299 = "secure genus ID, probable species ID"; 1.700-1.999 = "probable genus ID"; 0.000-1.699 = "not reliable ID". 1.774 5. No reliable ID 1.566 *Score range: 2.300-3.00 = "highly probably species ID"; 2.000-2.299 = "secure genus ID, probable species ID"; 1.700-1.999 = "probable genus ID"; 0.000-1.699 = "not reliable ID". 1.988 *Score range: 2.300-3.00 = "highly probably species ID"; 2.000-2.299 = "secure genus ID, probable species ID"; 1.700-1.999 = "probable genus ID"; 0.000-1.699 = "not reliable ID". 
Supplementary

Shigella flexneri PHS-1059 E. coli K12 1 0 0 0 0 0 " 1 0 0 0 0 0 " 1 0 0 0 0 0 " 1 0 0 0 0 0 " 1 0 0 0 0 0 E. coli ATCC 15597 0 1 1.07E-250 0 0 0 " 0 1 1.41E-238 0 0 0 " 0 1 4.39E-" 0 0 0 1 0 0 " 0 0 0 1 0 0 " 0 0 0 1 0 0 " 0 0 0 1 0 0 Shigella boydii ATCC 9207 0 0 6.51E-201 0 1 0 " 0 0 2.06E-193 0 1 0 " 0 0 1.09E-169 0 1 0 " 0 0 9.47E-176 0 1 0 " 0 0 1.25E-187 0 1 0 Shigella flexneri PHS-1059 0 0 0 0 0 1 " 0 0 0 0 0 1 " 0 0 0 0 0 1 " 0 0 0 0 0 1 " 0 0 0 0 0 1 Supplementary0 0 0 0 4.31E-115 " 1 4.49E-19 0 0 0 0 0 0 1.16E-124 " 1 2.93E-21 0 0 0 0 0 0 3.10E-154 " 1 2.51E-36 0 0 0 0 0 0 1.53E-162 " 1.90E-07 0.9999 0 0 0 0 0 0 5.88E-119 A. baumannii AC54 1.28E-14 1 0 0 0 0 0 0 2.73E-104 " 5.04E-14 1 0 0 0 0 0 0 1.85E-103 " 2.10E-07 0.999 0 0 0 0 0 0 1.44E-131 " 9.22E-11 1 0 0 0 0 0 0 3.15E-103 " 1.08E-09 0.999 0 0 0 0 0 0 1.94E-160 A. calcoaceticus 75.53 0 0 1 0 2.33E-304 0 0 0 0 " 0 0 1 0 2.81E-307 0 0 0 0 " 0 0 1 0 0 0 0 0 0 " 0 0 1 0 0 0 0 0 0 " 0 0 1 0 0 0 0 0 0 A. haemolyticus ATCC 17907 0 0 0 1 1.09E-140 4.45E- 92 1.29E- 70 0 0 " 0 0 0 1 4.73E-123 5.41E- 87 4.62E- 67 0 0 " 0 0 0 1 2.12E-136 1.61E- 85 4.84E- 62 0 0 " 0 0 0 1 3.36E-121 2.17E- 93 3.65E- 60 0 0 " 0 0 0 1 1.45E-139 2.12E- 96 5.71E- 68 0 0 A. haemolyticus 2213 0 0 8.10E-305 1.23E-145 1 3.73E- 208 3.06E- 142 0 0 " 0 0 0 8.41E-117 1 3.78E- 171 8.61E- 109 0 0 " 2.25E- 3.48E- " 0 0 6.21E-320 1.30E-122 1 2.91E- 176 2.37E- 115 0 0 " 0 0 4.62E-317 5.95E-126 1 1.88E- 184 1.19E- 121 0 0 A. pittii ATCC 17922 0 0 0 4.14E-99 6.64E-210 1 6.83E- 39 0 0 " 0 0 0 2.57E-93 5.46E-174 1 5.32E- 20 0 0 " 0 0 0 1.62E-88 4.86E-177 1 2.04E- 24 0 0 " 0 0 0 2.38E-82 8.66E-192 1 5.92E- 31 0 0 " 0 0 0 3.90E-94 1.02E-181 1 5.08E- 31 0 0 A. pittii ATCC 19004 0 0 0 1.02E-65 5.23E-113 2.69E- 25 1 0 0 " 0 0 0 3.89E-81 1.27E-135 6.18E- 24 1 0 0 " 0 0 0 9.82E-57 1.66E-122 9.64E- 41 1 0 0 " 0 0 0 1.02E-63 3.71E-113 9.81E- 35 1 0 0 " 0 0 0 7.39E-67 6.87E-131 9.53E- 23 1 0 0 A. nosocomialis ATCC 17903 0 0 0 0 0 0 0 1 0 " 0 0 0 0 0 0 0 1 0 " 0 0 0 0 0 0 0 1 0 " 0 0 0 0 0 0 0 1 0 " 0 0 0 0 0 0 0 1 0 A. nosocomialis ATCC 700472 4.50E-123 2.15E-110 0 0 0 0 0 0 1 " 1.75E-126 9.96E-111 0 0 0 0 0 0 1 " 5.77E-136 3.90E-132 0 0 0 0 0 0 1 " 3.25E-123 5.90E-106 0 0 0 0 0 0 1 " 1.09E-128 2.27E-108 0 0 0 0 0 0 1 Supplementary
